UniprotkB Entry name |organism full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion enc}oplasmw golgi plasma

ID sites sites reticulum apparatus membrane

P53041 PPP5_HUMAN [Homo Serine/threonine-|7.411837 NaN NaN 30379171;23301498;35138101;340 |IMAMAEGERTECAEPPRDEPPADGA (True False 4.796 [4.667 [1.302 1.087 0.507 3.497
sapiens [protein

phosphatase 5

19948;34725712;38665916

LKRAEELKTQANDYFKAKDYENAIK
FYSQAIELNPSNAIYYGNRSLAYLRT
ECYGYALGDATRAIELDKKYIKGYYR
RAASNMALGKFRAALRDYETVVKVK
PHDKDAKMKYQECNKIVKQKAFER
IAIAGDEHKRSVVDSLDIESMTIEDEY
SGPKLEDGKVTISFMKELMQWYKD
QKKLHRKCAYQILVQVKEVLSKLSTL
IVETTLKETEKITVCGDTHGQFYDLLN
IFELNGLPSETNPYIFNGDFVDRGSF
SVEVILTLFGFKLLYPDHFHLLRGNH
ETDNMNQIYGFEGEVKAKYTAQMY
ELFSEVFEWLPLAQCINGKVLIMHG
GLFSEDGVTLDDIRKIERNRQPPDSG
PMCDLLWSDPQPQNGRSISKRGVSC
QFGPDVTKAFLEENNLDYIIRSHEVK
IAEGYEVAHGGRCVTVFSAPNYCDQ
MGNKASYIHLQGSDLRPQFHQFTAV
PHPNVKPMAYANTLLQLGMM




