UniprotKB Entry name [organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
P53297 PBP1_YEAST [Saccharomyces [PAB1- [24.475439 NaN S5106;T193;5S215;5436 (33229814 MKGNFRKRDSSTNSRKGGNSDSNY |None None None |None None None None None None
cerevisiae binding TNGGVPNQNNSSMFYENPEITRNF
protein DDRQDYLLANSIGSDVTVTVTSGVKY

1

TGLLVSCNLESTNGIDVVLRFPRVAD
SGVSDSVDDLAKTLGETLLIHGEDVA
ELELKNIDLSLDEKWENSKAQETTP
ARTNIEKERVNGESNEVTKFRTDVD
ISGSGREIKERKLEKWTPEEGAEHF
DINKGKALEDDSASWDQFAVNEKK
FGVKSTFDEHLYTTKINKDDPNYSK
RLQEAERIAKEIESQGTSGNIHIAED
RGIIIDDSGLDEEDLYSGVDRRGDEL
LAALKSNSKPNSNKGNRYVPPTLRQ
QPHHMDPAIISSSNSNKNENAVSTD
TSTPAAAGAPEGKPPQKTSKNKKSLS
SKEAQIEELKKFSEKFKVPYDIPKDM
LEVLKRSSSTLKSNSSLPPKPISKTPS
AKTVSPTTQISAGKSESRRSGSNISQ
GQSSTGHTTRSSTSLRRRNHGSFFG
AKNPHTNDAKRVLFGKSFNMFIKSK
EAHDEKKKGDDASENMEPFFIEKPY
FTAPTWLNTIEESYKTFFPDEDTAIQ
EAQTRFQQRQLNSMGNAVPGMNPA
MGMNMGGMMGFPMGGPSASPNP
MMNGFAAGSMGMYMPFQPQPMFY
HPSMPQMMPVMGSNGAEEGGGNI
SPHVPAGFMAAGPGAPMGAFGYPG
GIPFQGMMGSGPSGMPANGSAMHS
HGHSRNYHQTSHHGHHNSSTSGH
K




