UniprotKB Entry name |organism [full name loglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(_ioplasmlc golgi plasnia M

ID sites sites reticulum pparatus ane |

P53395 ODB2_MOUSE |Mus Lipoamide 28.316822 NaN S220 37453647;39927985;37507081;362 |MAAARVLRTWSQNAVRLTCVRYFQ [True False 2.9 False  [4.553 False False False F
musculus [acyltransferase 88343 TFNSARVLKPKCVCSVGYPLFKYSQP

component of
lbranched-
chain alpha-
kketo acid
dehydrogenase
complex,
mitochondrial

RHSLRTAAVLQGQVVQFKLSDIGEGI
REVTIKEWYVKEGDTVSQFDSICEVQ
SDKASVTITSRYDGVIKRLYYNLDDIA
[YVGKPLIDIETEALKDSEEDVVETPA
VSHDEHTHQEIKGQKTLATPAVRRL
IAMENNIKLSEVVGSGKDGRILKEDIL
SFLEKQTGAILPPSPKSEITPPPPQPK
DRTFPTPIAKPPVFTGKDRTEPVTGF
QKAMVKTMSAALKIPHFGYCDEIDL
TQLVKLREELKPVALARGIKLSFMPF
FLKAASLGLLQFPILNASVDENCQNI
TYKASHNIGIAMDTELGLIVPNVKNV
QVRSVFEIAMELNRLQKLGSSGQLG
TTDLTGGTFTLSNIGSIGGTYAKPVIL
PPEVAIGALGAIKALPRFDQKGDVYK
AQIMNVSWSADHRVIDGATMSRFS
NLWKSYLENPAFMLLDLK




