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phosphorylation
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region

0

P53438 SOK2_YEAST Saccharomyces
cerevisiae

Protein
SOK2

24.475439 NaN S771 33229814 MPIGNPINTNDIKSNRMRQESNMS
AVSNSESTIGQSTQQQQQQQQYLGQ
SVQPLMPVSYQYVVPEQWPYPQYYQ
QPQSQSQQQLQSQPQMYQVQESFQ
SSGSDSNASNPPSTSVGVPSNATAT
ALPNGSAITTKKSNNSTNISNNVPYY
YYFPQMQAQQSMAYSYPQAYYYYPA
NGDGTTNGATPSVTSNQVQNPNLE
KTYSTFEQQQQHQQQQQLQAQTYP
AQPPKIGNAFSKFSKSGPPSDSSSGS
MSPNSNRTSRNSNSISSLAQQPPMS
NYPQPSTYQYPGFHKTSSIPNSHSPI
PPRSLTTPTQGPTSQNGPLSYNLPQV
GLLPPQQQQQVSPLYDGNSITPPVKP
STDQETYLTANRHGVSDQQYDSMA
KTMNSFQTTTIRHPMPLIATTNATG
SNTSGTSASIIRPRVTTTMWEDEKTL
CYQVEANGISVVRRADNDMVNGTK
LLNVTKMTRGRRDGILKAEKIRHVV
KIGSMHLKGVWIPFERALAIAQREKI
ADYLYPLFIRDIQSVLKQNNPSNDSS
SSSSSTGIKSISPRTYYQPINNYQNPN
GPSNISAAQLTYSSMNLNNKIIPNNS
IPAVSTIAAGEKPLKKCTMPNSNQLE
GHTITNLQTLSATMPMKQQLMGNIA
SPLSYPRNATMNSASTLGITPADSKP
LTPSPTTTNTNQSSESNVGSIHTGIT
LPRVESESASHSKWSKEADSGNTVP
DNQTLKEPRSSQLPISALTSTDTDKI
KTSTSDEATQPNEPSEAEPVKESESS
KSQVDGAGDVSNEEIAADDTKKQEK
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