UniprotKB Entry name |organism full oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular [extracellular [cytosol nucleus mitochndrion enc}oplasmlc golgi plasma extl.'acellular

ID name sites sites reticulum apparatus membrane region

P53438 SOK2_YEAST |Saccharomyces |Protein |24.475439 NaN S771 33229814 MPIGNPINTNDIKSNRMRQESNMS |None None None |None None None None None None
cerevisiae SOK2 IAVSNSESTIGQSTQQQQQQQQYLGQ

SVQPLMPVSYQYVVPEQWPYPQYYQ
QPQSQSQQQLQSQPQMYQVQESFQ
SSGSDSNASNPPSTSVGVPSNATAT
IALPNGSAITTKKSNNSTNISNNVPYY
YYFPQMQAQQSMAYSYPQAYYYYPA
NGDGTTNGATPSVTSNQVQNPNLE
KTYSTFEQQQQHQQQQQLQAQTYP
IAQPPKIGNAFSKFSKSGPPSDSSSGS
MSPNSNRTSRNSNSISSLAQQPPMS
NYPQPSTYQYPGFHKTSSIPNSHSPI
PPRSLTTPTQGPTSQNGPLSYNLPQV
GLLPPQQQQQVSPLYDGNSITPPVKP
STDQETYLTANRHGVSDQQYDSMA
KTMNSFQTTTIRHPMPLIATTNATG
SNTSGTSASIIRPRV MWEDEKTL
CYQVEANGISVVRRADNDMVNGTK
LLNVTKMTRGRRDGILKAEKIRHVV
KIGSMHLKGVWIPFERALATAQREKI
IADYLYPLFIRDIQSVLKQNNPSNDSS
SSSSSTGIKSISPRTYYQPINNYQNPN
GPSNISAAQLTYSSMNLNNKIIPNNS
IPAVSTIAAGEKPLKKCTMPNSNQLE
GHTITNLQTLSATMPMKQQLMGNIA
SPLSYPRNATMNSASTLGITPADSKP
LTPSPTTTNTNQSSESNVGSIHTGIT
LPRVESESASHSKWSKEADSGNTVP
DNQTLKEPRSSQLPISALTSTDTDKI
KTSTSDEATQPNEPSEAEPVKESESS

KSQVDGAGDVSNEEIAADDTKKQEK




