UniprotKB Entry name organism (full name oglcnacscore oglcnac ‘p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion ent‘loplasmlc golgi plasma extt:acellular

ID sites sites reticulum |apparatus membrane [region

P53566 CEBPA_MOUSE [Mus CCAAT/enhancer-(38.223321 NaN S193;T222;T226;S230 (40997131 MESADFYEVEPRPPMSSHLQSPPHA |True False 3.236 5.0 2.608 2.198 1.473 2.263 2.546
musculus [binding protein PSNAAFGFPRGAGPAPPPAPPAAPEP

alpha

LGGICEHETSIDISAYIDPAAFNDEFL
ADLFQHSRQQEKAKAAAGPAGGGG
DFDYPGAPAGPGGAVMSAGAHGPPP
GYGCAAAGYLDGRLEPLYERVGAPA
LRPLVIKQEPREEDEAKQLALAGLFP
YQPPPPPPPPHPHASPAHLAAPHLQ
FQIAHCGQTTMHLQPGHPTPPPTPV
PSPHAAPALGAAGLPGPGSALKGLA
GAHPDLRTGGGGGGSGAGAGKAKK
SVDKNSNEYRVRRERNNIAVRKSRD
KAKQRNVETQQKVLELTSDNDRLRK
RVEQLSRELDTLRGIFRQLPESSLVK
AMGNCA




