
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P53618 COPB_HUMAN Homo
sapiens

Coatomer
subunit
beta

18.724611 NaN NaN 16408927;23301498;35138101;340
19948;30397120;32119511;347257
12;37217939;38665916

MTAAENVCYTLINVPMDSEPPSEISL
KNDLEKGDVKSKTEALKKVIIMILNG
EKLPGLLMTIIRFVLPLQDHTIKKLLL
VFWEIVPKTTPDGRLLHEMILVCDAY
RKDLQHPNEFIRGSTLRFLCKLKEA
ELLEPLMPAIRACLEHRHSYVRRNA
VLAIYTIYRNFEHLIPDAPELIHDFLV
NEKDASCKRNAFMMLIHADQDRAL
DYLSTCIDQVQTFGDILQLVIVELIYK
VCHANPSERARFIRCIYNLLQSSSPA
VKYEAAGTLVTLSSAPTAIKAAAQCYI
DLIIKESDNNVKLIVLDRLIELKEHPA
HERVLQDLVMDILRVLSTPDLEVRK
KTLQLALDLVSSRNVEELVIVLKKEV
IKTNNVSEHEDTDKYRQLLVRTLHS
CSVRFPDMAANVIPVLMEFLSDNNE
AAAADVLEFVREAIQRFDNLRMLIVE
KMLEVFHAIKSVKIYRGALWILGEYC
STKEDIQSVMTEIRRSLGEIPIVESEI
KKEAGELKPEEEITVGPVQKLVTEM
GTYATQSALSSSRPTKKEEDRPPLRG
FLLDGDFFVAASLATTLTKIALRYVA
LVQEKKKQNSFVAEAMLLMATILHL
GKSSLPKKPITDDDVDRISLCLKVLS
ECSPLMNDIFNKECRQSLSHMLSAK
LEEEKLSQKKESEKRNVTVQPDDPIS
FMQLTAKNEMNCKEDQFQLSLLAA
MGNTQRKEAADPLASKLNKVTQLT
GFSDPVYAEAYVHVNQYDIVLDVLVV
NQTSDTLQNCTLELATLGDLKLVEK
PSPLTLAPHDFANIKANVKVASTEN
GIIFGNIVYDVSGAASDRNCVVLSDI
HIDIMDYIQPATCTDAEFRQMWAEF
EWENKVTVNTNMVDLNDYLQHILK
STNMKCLTPEKALSGYCGFMAANLY
ARSIFGEDALANVSIEKPIHQGPDAA
VTGHIRIRAKSQGMALSLGDKINLSQ
KKTSI

True True 4.757 2.226 1.531 4.476 5.0 4.436 1.636


