UniprotKB . full oglcnac . . . . . |endoplasmic golgi
D Entry name |organism name oglcnacscore sites phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion reticulum |apparatus
P53621 COPA_HUMAN [Homo Coatomer|23.104942 S489;T821|S173;T185;5S402;T591;5895;51193 [34725712;38665916;34019948;164 |[MLTKFETKSARVKGLSFHPKRPWIL [True True 4.555 [2.373 |0.75 4.0 5.0
sapiens subunit 08927;33214551;32870666;321195 [TSLHNGVIQLWDYRMCTLIDKFDEH
alpha 11;35138101;35083852;29351928;3 |[DGPVRGIDFHKQQPLFVSGGDDYKI

0397120;40596516;28411811;3721
7939

KVWNYKLRRCLFTLLGHLDYIRTTFF
HHEYPWILSASDDQTIRVWNWQSR
TCVCVLTGHNHYVMCAQFHPTEDL
VVSASLDQTVRVWDISGLRKKNLSP
GAVESDVRGITGVDLFGTTDAVVKH
IVLEGHDRGVNWAAFHPTMPLIVSG
IADDRQVKIWRMNESKAWEVDTCRG
HYNNVSCAVFHPRQELILSNSEDKS
IRVWDMSKRTGVQTFRRDHDRFWV
LAAHPNLNLFAAGHDGGMIVFKLER
ERPAYAVHGNMLHYVKDRFLRQLD
FNSSKDVAVMQLRSGSKFPVFNMS
YNPAENAVLLCTRASNLENSTYDLY
TIPKDADSQNPDAPEGKRSSGLTAV
'WVARNRFAVLDRMHSLLIKNLKNEI
TKKVQVPNCDEIFYAGTGNLLLRDA
DSITLFDVQQKRTLASVKISKVKYVI
WSADMSHVALLAKHAIVICNRKLDA
LCNIHENIRVKSGAWDESGVFIYTTS
NHIKYAVTTGDHGIIRTLDLPIYVTRV
KGNNVYCLDRECRPRVLTIDPTEFK
FKLALINRKYDEVLHMVRNAKLVGQ
SITAYLQKKGYPEVALHFVKDEKTRF
SLALECGNIEIALEAAKALDDKNCW
EKLGEVALLQGNHQIVEMCYQRTK
NFDKLSFLYLITGNLEKLRKMMKIA
EIRKDMSGHYQNALYLGDVSERVRI
LKNCGQKSLAYLTAATHGLDEEAES
LKETFDPEKETIPDIDPNAKLLQPPA
PIMPLDTNWPLLTVSKGFFEGTIASK
GKGGALAADIDIDTVGTEGWGEDAE
LQLDEDGFVEATEGLGDDALGKGQE
EGGGWDVEEDLELPPELDISPGAAG
GAEDGFFVPPTKGTSPTQIWCNNSQ
LPVDHILAGSFETAMRLLHDQVGVI
QFGPYKQLFLQTYARGRTTYQALPCL
PSMYGYPNRNWKDAGLKNGVPAVG
LKLNDLIQRLQLCYQLTTVGKFEEAV
EKFRSILLSVPLLVVDNKQEIAEAQQ
LITICREYIVGLSVETERKKLPKETLE
QQKRICEMAAYFTHSNLQPVHMILV
LRTALNLFFKLKNFKTAATFARRLLE
LGPKPEVAQQTRKILSACEKNPTDAY
QLNYDMHNPFDICAASYRPIYRGKP
IVEKCPLSGACYSPEFKGQICRVTTVT
EIGKDVIGLRISPLQFR




