UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |[sequence intracellular |extracellular cytosol nucleus mitochndrion em?oplasmlc golgi plasma extlfacellular
ID name sites sites reticulum apparatus membrane region
P53671 LIMK2_HUMAN Homo LIM 18.379595 NaN T210;S293;S298;T505(30379171 MSALAGEDVWRCPGCGDHIAPSQI [None None None |None None None None None None
sapiens domain WYRTVNETWHGSCFRCSECQDSLT
kinase NWYYEKDGKLYCPKDYWGKFGEFC

HGCSLLMTGPFMVAGEFKYHPECF
IACMSCKVIIEDGDAYALVQHATLYC
GKCHNEVVLAPMFERLSTESVQEQL
PYSVTLISMPATTEGRRGFSVSVESA
CSNYATTVQVKEVNRMHISPNNRN
IATHPGDRILEINGTPVRTLRVEEVED
IAISQTSQTLQLLIEHDPVSQRLDQLR
LEARLAPHMQNAGHPHALSTLDTK
ENLEGTLRRRSLRRSNSISKSPGPSS
PKEPLLFSRDISRSESLRCSSSYSQQI
FRPCDLIHGEVLGKGFFGQAIKVTH
KATGKVMVMKELIRCDEETQKTFLT
EVKVMRSLDHPNVLKFIGVLYKDKK
LNLLTEYIEGGTLKDFLRSMDPFPW
QQKVRFAKGIASGMAYLHSMCIIHR
DLNSHNCLIKLDKTVVVADFGLSRLI
VEERKRAPMEKATTKKRTLRKNDRK
KRYTVVGNPYWMAPEMLNGKSYDE
TVDIFSFGIVLCEIIGQVYADPDCLPR
TLDFGLNVKLFWEKFVPTDCPPAFF
PLAAICCRLEPESRPAFSKLEDSFEA
LSLYLGELGIPLPAELEELDHTVSMQ
[YGLTRDSPP




