UniprotKB

Entry name |organism full name oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular [cytosol nucleus mitochndrion em‘loplasmlc golgi plasma extl:acellular
1D sites sites reticulum apparatus i membrane [region
P53701 CCHL_HUMAN Homo Holocytochrome [20.849336 NaN NaN 23301498;28510447 MGLSPSAPAVAVQASNASASPPSGC |None None None [None None None None None None

sapiens c-type synthase

PMHEGKMKGCPVNTEPSGPTCEKK
TYSVPAHQERAYEYVECPIRGTAAEN
KENLDPSNLMPPPNQTPAPDQPFAL
STVREESSIPRADSEKKWVYPSEQM
FWNAMLKKGWKWKDEDISQKDMY
NIIRIHNQNNEQAWKEILKWEALHA
IAECPCGPSLIRFGGKAKEYSPRARIR
SWMGYELPFDRHDWIINRCGTEVRY
IVIDYYDGGEVNKDYQFTILDVRPALD
SLSAVWDRMKVAWWRWTS




