
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P53924 DMA2_YEAST Saccharomyces
cerevisiae

E3
ubiquitin-
protein
ligase
DMA2

24.475439 NaN S206 33229814 MYTPIPANTPAPTAPTSSMTSNSSSA
SNANTTSSSGINPRNRASGTPSNER
ARPASGISSFLNTFGIRQNSQTASSS
AAPDQRLFGTTPSNSHMSVAMESID
TAPQQQEPRLHHPIQMPLSAQFHVH
RNYQLPISISLTAPTTTDHQQSSAHN
FEGNNVGNVQESLNQRQPNGTNNT
TTSIISMAPAATTRNIVGGADGSTIVN
NSQEMYKNLRHLIYAANQPNGTEIL
HLDLPATSAEESNNMFNVDEVTLK
QRKDKHGLFSIRLTPFIDSSSTTNQG
LFFEPIIRKAGPGSQLVIGRYTERVRD
AISKIPEQYHPVVFKSKVVSRTHGCF
KVDSQGNWYIKDVKSSSGTFLNHQR
LSPASSLSKDTPLRDGDILQLGMDF
RGGTEEIYRCVRMRIELNRSWKLKA
NSFNKEALQRLQNLQKLTTGIEEED
CSICLCKIKPCQAIFISPCAHSWHFR
CVRRLVMLSYPQFVCPNCRSSCDLE
ASFESSDEEDESDVESEGDQLVDQL
SVLMETSKDVDSHP
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