UniprotKB Entry name |organism full name |oglcnacscore oplcnac phosphorylation sites PMIDS sequence intracellular [extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi
ID sites reticulum |apparat
P54105 ICLN_HUMAN [Homo Methylosome |20.004957 S67 S$102;S144;5193;5195;S198;S210;T |23301498;30379171;40596516;409 |MSFLKSFPPPGPAEGLLRQQPDTEA (True False 5.0 5.0 1.046 0.782 0.52
sapiens  [subunit 223 14422;33330510;34019948 VLNGKGLGTGTLYIAESRLSWLDGS
pICln
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