UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi plasma extr.acellular

ID name sites sites reticulum apparatus membrane |[region

P54116 STOM_MOUSE Mus Stomatin|29.748328 NaN S18;S161;S244 |29187734;36288343 |MSDKRQSSHVQSQRIPESFRENSKT |True True 2.444 |2.197 [4.526 3.231 1.457 5.0 1.782
musculus ELGACGWILVAASFFFVIITFPISIWIC
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