UniprotKB Entry name |organism full loglcnacscore |oglcnac sites phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc (

ID name reticulum |

P54198 HIRA_HUMAN Homo Protein |30.573546 S231;5S310;5425;S543;S876(S111;S549;T555;S557;T576;S584;T (35254053;27217568;40596516 MKLLKPTWVNHNGKPIFSVDIHPDG [True False False |5.0 False False 1
sapiens |[HIRA 586;5610;S611;5612;S614;S661;S6 TKFATGGQGQDSGKVVIWNMSPVL

75;5687

QEDDEKDENIPKMLCQMDNHLACV
NCVRWSNSGMYLASGGDDKLIMVW
KRATYIGPSTVFGSSGKLANVEQWR
CVSILRNHSGDVMDVAWSPHDAWL
ASCSVDNTVVIWNAVKFPEILATLRG
HSGLVKGLTWDPVGKYIASQADDRS
LKVWRTLDWQLETSITKPFDECGGT
THVLRLSWSPDGHYLVSAHAMNNS
GPTAQIIEREGWKTNMDFVGHRKAV
TVVKFNPKIFKKKQKNGSSAKPSCPY
CCCAVGSKDRSLSVWLTCLKRPLVVI
HELFDKSIMDISWTLNGLGILVCSM
DGSVAFLDFSQDELGDPLSEEEKSRI
HQSTYGKSLAIMTEAQLSTAVIENPE
MLKYQRRQQQQQLDQKSAATREMG
SATSVAGVVNGESLEDIRKNLLKKQ
VETRTADGRRRITPLCIAQLDTGDFS
TAFFNSIPLSGSLAGTMLSSHSSPQL
LPLDSSTPNSFGASKPCTEPVVAASA
RPAGDSVNKDSMNATSTPAALSPSV
LTTPSKIEPMKAFDSRFTERSKATPG
APALTSMTPTAVERLKEQNLVKELR
PRDLLESSSDSDEKVPLAKASSLSKR
KLELEVETVEKKKKGRPRKDSRLMP
VSLSVQSPAALTAEKEAMCLSAPALA
LKLPIPSPQRAFTLQVSSDPSMYIEV
ENEVTVVGGVKLSRLKCNREGKEW
ETVLTSRILTAAGSCDVVCVACEKR
MLSVFSTCGRRLLSPILLPSPISTLHC
TGSYVMALTAAATLSVWDVHRQVVV
VKEESLHSILAGSDMTVSQILLTQHG
IPVMNLSDGKAYCFNPSLSTWNLVS
DKQDSLAQCADFRSSLPSQDAMLCS
GPLAIIQGRTSNSGRQAARLFSVPHV
VQQETTLAYLENQVAAALTLQSSHE
'YRHWLLVYARYLVNEGFEYRLREIC
KDLLGPVHYSTGSQWESTVVGLRKR
ELLKELLPVIGQNLRFQRLFTECQEQ
LDILRDK




