
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P54278 PMS2_HUMAN Homo
sapiens

Mismatch
repair
endonuclease
PMS2

21.322403 NaN T573;T597 28411811;28510447 MERAESSSTEPAKAIKPIDRKSVHQI
CSGQVVLSLSTAVKELVENSLDAGA
TNIDLKLKDYGVDLIEVSDNGCGVE
EENFEGLTLKHHTSKIQEFADLTQV
ETFGFRGEALSSLCALSDVTISTCHA
SAKVGTRLMFDHNGKIIQKTPYPRP
RGTTVSVQQLFSTLPVRHKEFQRNI
KKEYAKMVQVLHAYCIISAGIRVSCT
NQLGQGKRQPVVCTGGSPSIKENIG
SVFGQKQLQSLIPFVQLPPSDSVCEE
YGLSCSDALHNLFYISGFISQCTHGV
GRSSTDRQFFFINRRPCDPAKVCRL
VNEVYHMYNRHQYPFVVLNISVDSE
CVDINVTPDKRQILLQEEKLLLAVLK
TSLIGMFDSDVNKLNVSQQPLLDVE
GNLIKMHAADLEKPMVEKQDQSPS
LRTGEEKKDVSISRLREAFSLRHTTE
NKPHSPKTPEPRRSPLGQKRGMLSS
STSGAISDKGVLRPQKEAVSSSHGPS
DPTDRAEVEKDSGHGSTSVDSEGFS
IPDTGSHCSSEYAASSPGDRGSQEH
VDSQEKAPKTDDSFSDVDCHSNQE
DTGCKFRVLPQPTNLATPNTKRFKK
EEILSSSDICQKLVNTQDMSASQVD
VAVKINKKVVPLDFSMSSLAKRIKQL
HHEAQQSEGEQNYRKFRAKICPGE
NQAAEDELRKEISKTMFAEMEIIGQ
FNLGFIITKLNEDIFIVDQHATDEKY
NFEMLQQHTVLQGQRLIAPQTLNLT
AVNEAVLIENLEIFRKNGFDFVIDEN
APVTERAKLISLPTSKNWTFGPQDV
DELIFMLSDSPGVMCRPSRVKQMFA
SRACRKSVMIGTALNTSEMKKLITH
MGEMDHPWNCPHGRPTMRHIANL
GVISQN

True False 4.696 5.0 1.766 1.312 0.942 4.374 2.036


