UniprotKB Entry name organism (full name joglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular |cytosol nucleus jmitochndrion en(!oplasmlc golgi plasma extx:acellular
ID sites sites reticulum apparatus membrane [region
P54289 CA2D1_HUMAN |Homo Voltage- (17.826004 NaN S119 38665916 MAAGCLLALTLTLFQSLLIGPSSEEP ([False True 2.026 [1.767 |1.703 3.373 0.862 5.0 4.447
sapiens dependent FPSAVTIKSWVDKMQEDLVTLAKTA

calcium SGVNQLVDIYEKYQDLYTVEPNNAR

channel QLVEIAARDIEKLLSNRSKALVRLAL

subunit EAEKVQAAHQWREDFASNEVVYYN

alpha- IAKDDLDPEKNDSEPGSQRIKPVFIED

2/delta-1 IANFGRQISYQHAAVHIPTDIYEGSTIV

LNELNWTSALDEVFKKNREEDPSLL
WQVFGSATGLARYYPASPWVDNSRT
PNKIDLYDVRRRPWYIQGAASPKDM
LILVDVSGSVSGLTLKLIRTSVSEML
ETLSDDDFVNVASFNSNAQDVSCFQ
HLVQANVRNKKVLKDAVNNITAKGI
TDYKKGFSFAFEQLLNYNVSRANCN
KIIMLFTDGGEERAQEIFNKYNKDK
KVRVFTFSVGQHNYDRGPIQWMAC
ENKGYYYEIPSIGAIRINTQEYLDVLG
RPMVLAGDKAKQVQWTNVYLDALE
LGLVITGTLPVFNITGQFENKTNLKN
QLILGVMGVDVSLEDIKRLTPRFTLC
PNGYYFAIDPNGYVLLHPNLQPKPIG
IVGIPTINLRKRRPNIQNPKSQEPVTL
DFLDAELENDIKVEIRNKMIDGESG
EKTFRTLVKSQDERYIDKGNRTYTW
TPVNGTDYSLALVLPTYSFYYIKAKLE
ETITQARYSETLKPDNFEESGYTFIAP
RDYCNDLKISDNNTEFLLNFNEFID
RKTPNNPSCNADLINRVLLDAGFTN
ELVQNYWSKQKNIKGVKARFVVTDG
GITRVYPKEAGENWQENPETYEDSF
[YKRSLDNDNYVFTAPYFNKSGPGAY
ESGIMVSKAVEIYIQGKLLKPAVVGIK
IDVNSWIENFTKTSIRDPCAGPVCDC
KRNSDVMDCVILDDGGFLLMANHD
DYTNQIGRFFGEIDPSLMRHLVNISV
IYAFNKSYDYQSVCEPGAAPKQGAGH
RSAYVPSVADILQIGWWATAAAWSIL
QQFLLSLTFPRLLEAVEMEDDDFTA
SLSKQSCITEQTQYFFDNDSKSFSGV
LDCGNCSRIFHGEKLMNTNLIFIMV
ESKGTCPCDTRLLIQAEQTSDGPNP
CDMVKQPRYRKGPDVCFDNNVLED
IYTDCGGVSGLNPSLWYIIGIQFLLLW
LVSGSTHRLL




