UniprotKB Entry organism (full name |oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular [extracellular|cytosol nucleus mitochndrion enqoplasmlc golgi plasma extx:acellular
1D name sites sites reticulum apparatus membrane [region
P54290 CA2D1_RAT [Rattus Voltage- [23.439218 NaN S119 38843836 MAAGCLLALTLTLFQSWLIGPSSEEP |False True 1.665 [1.907 1.576 4.306 0.698 5.0 2.498
norvegicus |[dependent FPSPVTIKSWVDKMQEDLVTLAKTA

calcium SGVTQLADIYEKYQDLYTVEPNNAR

channel QLVEIAARDIEKLLSNRSKALVRLAM

subunit EAEKVQAAHQWREDFASNEVVYYN

alpha- AKDDLDPERNESESGSQRIKPVFIED

2/delta-1 IANFGRQISYQHAAVHIPTDIYEGSTIV

LNELNWTSALDEVFKRNRDEDPTLL
WQVFAADRLARYYPASPWVDNSRTP
NKIDLYDVRRRPWYIQGAASPKDMLI
LVDVSGSVSGLTLKLIRTSVSEMLET
LSDDDFVNVASFNSNAQDVSCFQH
LVQANVRNKKVLKDAVNNITAKGIT
DYKKGFTFAFEQLLNYNVSRANCNK
IIMLFTDGGEERAQEIFAKYNKDKKV
RVFTFSVGQHNYDRGPIQWMACEN
KGYYYEIPSIGAIRINTQEYLDVLGRP
MVLAGDKAKQVQWTNVYLDALELG
LVITGTLPVFNVTGQSENKTNLKNQ
LILGVMGVDVSLEDIKRLTPRFTLCP
NGYYFAIDPNGYVLLHPNLQPKNPK
SQEPVTLDFLDAELENDIKVEIRNK
MIDGESGEKTFRTLVKSQDERYIDK
GNRTYTWTPVNGTDYRYLALVLPTY
SFYYIKAKIEETITQARSKKGKMKDS
ETLKPDNFEESGYTFIAPREYCNDLK
PSDNNTEFLLNFNEFIDRKTPNNPS
CNTDLINRILLDAGFTNELVQNYWS
KQKNIKGVKARFVVTDGGITRVYPKE
AGENWQENPETYEDSFYKRSLDND
NYVFTAPYFNKSGPGAYESGIMVSK
IAVELYIQGKLLKPAVVGIKIDVNSWIE
NFTKTSIRDPCAGPVCDCKRNSDVM
DCVILDDGGFLLMANHDDYTNQIGR
FFGEIDPRMMRHLVNISLYAFNKSY
DYQSVCDPGAAPKQGAGHRSAYVPS
ITDILQIGWWATAAAWSILQQLLLSL
TFPRLLEAVEMEEDDFTASLSKQSCI
TEQTQYFFKNDTKSFSGLLDCGNCS
RIFHVEKLMNTNLVFIMVESKGTCP
CDTRLLMQAEQTSDGPDPCDMVKQ
PRYRKGPDVCFDNNVLEDYTDCGGV
SGLNPSLWSIFGLQFILLWLVSGSRH
YLW




