UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular [cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
P54296 MYOM2 HUMAN Homo Myomesin- [27.26403 S39;T40 NaN 31492838 [MSLVTVPFYQKRHRHFDQSYRNIQT [True False 3.816 |3.513 |4.725 2.647 2.57 2.788 2.554
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RYLLDEYASKKRASTQASSQKSLSQR
SSSQRASSQTSLGGTICRVCAKRVST
QEDEEQENRSRYQSLVAAYGEAKRQ
RFLSELAHLEEDVHLARSQARDKLD
KYAIQQMMEDKLAWERHTFEERISR
IAPEILVRLRSHTVWERMSVKLCFTV
QGFPTPVVQWYKDGSLICQAAEPGK
[YRIESNYGVHTLEINRADFDDTATYS
IAVATNAHGQVSTNAAVVVRRFRGD
EEPFRSVGLPIGLPLSSMIPYTHFDV
QFLEKFGVTFRREGETVTLKCTMLV
TPDLKRVQPRAEWYRDDVLLKESK
WTKMFFGEGQASLSFSHLHKDDEG
LYTLRIVSRGGVSDHSAFLFVRDADP
LVTGAPGAPMDLQCHDANRDYVIVT
WKPPNTTTESPVMGYFVDRCEVGT
NNWVQCNDAPVKICKYPVTGLFEGR
SYIFRVRAVNSAGISRPSRVSDAVAA
LDPLDLRRLQAVHLEGEKEIAIYQDD
LEGDAQVPGPPTGVHASEISRNYVVL
SWEPPTPRGKDPLMYFIEKSVVGSG
SWQRVNAQTAVRSPRYAVFDLMEG
KSYVFRVLSANRHGLSEPSEITSPIQ
IAQDVTVVPSAPGRVLASRNTKTSVV
VQWDRPKHEEDLLGYYVDCCVAGT
NLWEPCNHKPIGYNRFVVHGLTTGE
QYIFRVKAVNAVGMSENSQESDVIK
VQAALTVPSHPYGITLLNCDGHSMT
LGWKVPKFSGGSPILGYYLDKREVH
HKNWHEVNSSPSKPTILTVDGLTEG
SLYEFKIAAVNLAGIGEPSDPSEHFK
CEAWTMPEPGPAYDLTFCEVRDTSL
IVMLWKAPVYSGSSPVSGYFVDFREE
DAGEWITVNQTTTASRYLKVSDLQQ
GKTYVFRVRAVNANGVGKPSDTSEP
IVLVEARPGTKEISAGVDEQGNIYLGF
DCQEMTDASQFTWCKSYEEISDDER
FKIETVGDHSKLYLKNPDKEDLGTYS
IVSVSDTDGVSSSFVLDPEELERLMA
LSNEIKNPTIPLKSELAYEIFDKGRVR
FWLQAEHLSPDASYRFIINDREVSDS
EIHRIKCDKATGIIEMVMDRFSIENE
GTYTVQIHDGKAKSQSSLVLIGDAFK
TVLEEAEFQRKEFLRKQGPHFAEYL
HWDVTEECEVRLVCKVANTKKETVF
KWLKDDVLYETETLPNLERGICELLI
PKLSKKDHGEYKATLKDDRGQDVSI
LEIAGKVYDDMILAMSRVCGKSASP
LKVLCTPEGIRLQCFMKYFTDEMKV
NWCHKDAKISSSEHMRIGGSEEMA
WLQICEPTEKDKGKYTFEIFDGKDN
HQRSLDLSGQAFDEAFAEFQQFKAA
IAFAEKNRGRLIGGLPDVVTIMEGKTL
NLTCTVFGNPDPEVIWFKNDQDIQL
SEHFSVKVEQAKYVSMTIKGVTSED
SGKYSINIKNKYGGEKIDVTVSVYKH
GEKIPDMAPPQQAKPKLIPASASAAG
Q




