UniprotKB Entry name |organism [full name oglcnacscore oglcnac phosphorylation ¢ sequence intracellular [extracellular [cytosol [nucleus jmitochndrion | . | golgi plasma

ID sites sites reticulum apparatus membra

P54709 IAT1B3_HUMAN |Homo Sodium/potassium-|14.880391 T126 NaN 34725712;38665916;34019948;332 [MTKNEKKSLNQSLAEWKLFIYNPTT |False True 1.266 |[False 0.828 0.312 False 4.594
sapiens [transporting 14551;35289036;32870666;321195 |GEFLGRTAKSWGLILLFYLVFYGFLA

IATPase subunit
beta-3

11;40596516;39894887
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