UniprotKB Entry name |organism [full name oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi ! extx:acellula

ID sites sites reticulum |apparatus membrane fregion

P54710 IATNG_HUMAN [Homo Sodium/potassium-(23.777946 NaN NaN 28411811;37217939  MTGLSMDGGGSPKGDVDPFYYDYE |None None None |(None None None None None None
sapiens transporting 'TVRNGGLIFAGLAFIVGLLILLSRRFR
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