}Jl;l iprotKB Entry name organism full oglcnacscore o-glcnac phosphorylation sites PMIDS sequence intracellular [extracellular |cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma extr_
name sites reticulum |apparatus membrane regi
P54726 RD23A_MOUSE [Mus uv 22.894304 S118 S123;S128;5133;5136;5138;S205;S |36852467;37507081 [MAVTITLKTLQQQTFKIRMEPDETVK [False False 3.726 (3.877 [2.168 1.285 2.0 0.833 0.92
musculus [excision 295;S357 IVLKEKIEAEKGRDAFPVAGQKLIYAG
repair KILSDDVPIKEYHIDEKNFVVVMVTK
protein IAKAGQGIPAPPEASPTAVPEPSTPFP
RAD23 PVLASGMSHPPPTSREDKSPSEEST
homolog TTTSPESISGSVPSSGSSGREEDAAS
A TLVTGSEYETMLTEIMSMGYERERV

VAALRASYNNPHRAVEYLLTGIPGSP
EPEHGSVQESQAPEQPATEAAGENP
LEFLRDQPQFQNMRQVIQQNPALLP
IALLQQLGQENPQLLQQISRHQEQFI

QMLNEPPGELADISDVEGEVGAIGE

EAPQMNYIQVTPQEKEAIERLKALGF
PESLVIQAYFACEKNENLAANFLLSQ
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