UniprotKB Entry name organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular |cytosol nucleus mitochndrion em‘loplasmlc golgi plasma extx:acellular
ID sites sites reticulum apparatus membrane region
P54775 PRS6B_MOUSE Mus 26S 24.474581 NaN S21;T25;S28 33300544 MEEIGILVEKIQDEIPALSVSRPQTGL (True False 4.68 3.998 1.514 1.519 0.741 1.051 1.059
musculus [proteasome SFLGPEPEDLEDLYSRYKKLQQELEF
regulatory LEVQEEYIKDEQKNLKKEFLHAQEE
subunit 6B IVKRIQSIPLVIGQFLEAVDQNTAIVGS

TTGSNYYVRILSTIDRELLKPNASVAL
HKHSNALVDVLPPEADSSIMMLTSD
QKPDVMYADIGGMDIQKQEVREAVE
LPLTHFELYKQIGIDPPRGVLMYGPP
GCGKTMLAKAVAHHTTAAFIRVVGS
EFVQKYLGEGPRMVRDVFRLAKENA
PAIIFIDEIDAIATKRFDAQTGADREV
QRILLELLNQMDGFDQNVNVKVIM
ATNRADTLDPALLRPGRLDRKIEFPL
PDRRQKRLIFSTITSKMNLSEEVDLE
DYVARPDKISGADINSICQESGMLAV
RENRYIVLAKDFEKAYKTVIKKDEQE
HEFYK




