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UniprotKB Entry name organism full oglcnacscore oglcnac . vlation PMIDS sequence intracellular extracellular cytosol \nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
P54821 PRRX1_HUMAN Homo Paired 21.798635 NaN S21;S197 28411811;34019948 MTSSYGHVLERQPALGGRLDSPGNL [True False 4.291 |4.847 1.795 1.337 0.698 1.75 1.866

sapiens  [mesoderm DTLQAKKNFSVSHLLDLEEAGDMVA
homeobox IAQADENVGEAGRSLLESPGLTSGSD
protein 1 TPQQDNDQLNSEEKKKRKQRRNRT

TFNSSQLQALERVFERTHYPDAFVR
EDLARRVNLTEARVQVWFQNRRAK
FRRNERAMLANKNASLLKSYSGDVT
IAVEQPIVPRPAPRPTDYLSWGTASPY
SAMATYSATCANNSPAQGINMANSI

IANLRLKAKEYSLQRNQVPTVN




