}Jl;l iprotKB Entry name |organism [full name (oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi [plasma extr.acellul
sites sites reticulum |apparatus membrane [region
P54823 DDX6_MOUSE Mus Probable [27.31417 NaN 'T36 34887587;37507081;28528544 MSTARTENPVIMGLSSQNGQLRGPV [True False 3.751 [4.75 1.706 1.505 1.239 1.382 1.429
musculus [ATP- KASAGPGGGGTQPQPQLNQLKNTST
dependent INNGTPQQAQSMAATIKPGDDWKKT
RNA LKLPPKDLRIKTSDVTSTKGNEFEDY
helicase CLKRELLMGIFEMGWEKPSPIQEESI
DDX6 PIALSGRDILARAKNGTGKSGAYLIPL

LERLDLKKDNIQAMVIVPTRELALQV
SQICIQVSKHMGGAKVMATTGGTNL
RDDIMRLDDTVHVVIATPGRILDLIK
KGVAKVDHVQMIVLDEADKLLSQDF
IVQIMEDIILTLPKNRQILLYSATFPLS
IVQKFMNSHLQKPYEINLMEELTLKG
IVTQYYAYVTERQKVHCLNTLFSRLQI
NQSIIFCNSSQRVELLAKKISQLGYS
CFYIHAKMRQEHRNRVFHDFRNGL
CRNLVCTDLFTRGIDIQAVNVVINFD
FPKLAETYLHRIGRSGRFGHLGLAIN
LITYDDRFNLKSIEEQLGTEIKPIPSN
IDKSLYVAEYHSEPAEDEKP




