UniprotKB Entry name |organism full name |oglcnacscore oglcnac P h osphorylation PMIDS sequence intracellular |extracellular|cytosol nucleus mitochndrion en(!oplasmlc golgi extl:acellular
ID sites sites reticulum apparatus membrane |region
P54830 PTN5_MOUSE |Mus Tyrosine- 26.986372 T422 S221;T231;S244 [33300544;30059200 MCCSERLLGLPQPVEMEAPDEAEGL [None None None [None None None None None None
musculus |protein PSKQKEMPPPPPPSPPSEPAQKLPPQ

phosphatase GAGSHSLTVRSSLCLFAASQFLLAC

non- GVLWLSGHGHSWLQNTTDLISSSLT

receptor IVLNHLGPVAWLGSGTWGIPSLLLVS

type 5 LTVSLVIVITLVWHLLKAPPEPPAPL

PPEDRRQSVSRQPSFTYSEWMEEKV
EDDFLDLDAVPETPVFDCVMDIKPE
TDPASLTVKSMGLQERRGSNVSLTL
DMCTPGCNEEGFGYLVSPREESAHE
YLLSASRVLRAEELHEKALDPFLLQA
EFFEIPMNFVDPKEYDIPGLVRKNRY
KTILPNPHSRVRLTSPDPEDPLSSYI
NANYIRGYSGEEKVYIATQGPIVSTV
ADFWRMVWQERTPIIVMITNIEEMN
EKCTEYWPEEQVVHDGVEITVQKVI
HTEDYRLRLISLRRGTEERSLKHYW
FTSWPDQKTPDRAPPLLHLVREVEE
IAAQQEGPHCSPIIVHCSAGIGRTGCF
IATSICCQQLRREGVVDILKTTCQLR
QDRGGMIQTCEQYQFVHHAMSLYE

KQLSLQSSE




