endopl

ic |golgi

liver

QVEQCEPVNDAVRRAVDAMNKHGC
QVHFGRWLIEGSPYVVLFDIGYSAW
NLDRWKGDLWEACSVGIPYHDREA
NDMLIFGSLTAWFLKEVTDHADGKY
VVAQFHEWQAGIGLILSRARKLPIATI
FTTHATLLGRYLCAANIDFYNHLDK
FNIDKEAGERQIYHRYCMERASVHC
AHVFTTVSEITAIEAEHMLKRKPDVV
TPNGLNVKKFSAVHEFQNLHAMYK
ARIQDFVRGHFYGHLDFDLEKTLFL
FIAGRYEFSNKGADIFLESLSRLNFL
LRMHKSDITVMVFFIMPAKTNNFNV
ETLKGQAVRKQLWDVAHSVKEKFG
KKLYDALLRGEIPDLNDILDRDDLTI
MKRAIFSTQRQSLPPVITHNMIDDS
TDPILSTIRRIGLFNNRTDRVKVILHP
EFLSSTSPLLPMDYEEFVRGCHLGV
FPSYYEPWGYTPAECTVMGIPSVTTN
LSGFGCFMQEHVADPTAYGIYIVDR
RFRSPDDSCNQLTKFLYGFCKQSRR
QRIIQRNRTERLSDLLDWRYLGRYY
QHARHLTLSRAFPDKFHVELTSPPT
TEGFKYPRPSSVPPSPSGSQASSPQS
SDVEDEVEDERYDEEEEAERDRLNI
KSPFSLSHVPHGKKKLHGEYKN

UniprotKB . full oglcnac . . . . . I
D Entry name |organism hame loglcnacscore sites phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion reticulum |apparatus
P54840 GYS2_HUMAN [Homo Glycogen |32.291617 S358 S8;S11;5627;S641;S645;5649;S653; |18174169;26960196;37217939;382 |MLRGRSLSVTSLGGLPQWEVEELPV [True False 4.531 [2.173  [2.191 1.592 0.981
sapiens |([starch] S657;5683 53038 EELLLFEVAWEVTNKVGGIYTVIQTK
synthase, AKTTADEWGENYFLIGPYFEHNMKT




