UniprotKB

Entry name organism |full name oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(_ioplasmlc golgi plasma ex!
ID sites sites reticulum apparatus membrane |re(
P54869 HMCS2_MOUSE Mus Hydroxymethylglutaryl-|34.465055 NaN S433;S440;5456;5477(37453647;22645316 MQRLLAPARRVLQVKRAMQETSLTP |True False 2.408 [2.262 |5.0 2.047 1.422 1.973 2.1

musculus

CoA synthase,
mitochondrial

IAHLLSAAQQRFSTIPPAPLAKTDTWP
KDVGILALEVYFPAQYVDQTDLEKFN
NVEAGKYTVGLGQTRMGFCSVQEDI
NSLCLTVVQRLMERTKLPWDAVGRL
EVGTETIIDKSKAVKTVLMELFQDSG
NTDIEGIDTTNACYGGTASLENAAN
WMESSYWDGRYALVVCGDIAVYPSG
NARPTGGAGAVAMLIGPKAPLVLEQ
GLRGTHMENAYDFYKPNLASEYPLV
DGKLSIQCYLRALDRCYAAYRKKIQN
QWKQAGNNQPFTLDDVQYMIFHTP
FCKMVQKSLARLMFNDFLSSSSDK
QNNLYKGLEAFRGLKLEETYTNKDV
DKALLKASLDMFNQKTKASLYLSTN
NGNMYTSSLYGCLASLLSHHSAQEL
IAGSRIGAFSYGSGLAASFFSFRVSKD
IASPGSPLEKLVSSVSDLPKRLDSRRR
MSPEEFTEIMNQREQFYHKVNFSPP
GDTSNLFPGTWYLERVDEMHRRKY
IARCPV




