UniprotKB Entry name |organism full name loglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol [nucleus [mitochndrion | .. ic|golgi plasma

ID sites sites reticulum apparatus membrane

P55039 DRG2_HUMAN Homo Developmentally- (15.531297 NaN NaN 34229054;37217939;39894887;386 |MGILEKISEIEKEIARTQKNKATEYH (True False 4.681 |5.0 1.068 0.952 0.933 1.605
sapiens |regulated GTP- 65916;40914422;34019948 LGLLKAKLAKYRAQLLEPSKSASSKG

binding protein 2

EGFDVMKSGDARVALIGFPSVGKST
FLSLMTSTASEAASYEFTTLTCIPGVI
EYKGANIQLLDLPGIIEGAAQGKGRG
RQVIAVARTADVIIMMLDATKGEVQ
RSLLEKELESVGIRLNKHKPNIYFKP
KKGGGISFNSTVTLTQCSEKLVQLIL
HEYKIFNAEVLFREDCSPDEFIDVIV
GNRVYMPCLYVYNKIDQISMEEVDR
LARKPNSVVISCGMKLNLDYLLEML
WEYLALTCIYTKKRGQRPDFTDAIIL
RKGASVEHVCHRIHRSLASQFKYAL
VWGTSTKYSPQRVGLTHTMEHEDVI

QIVKK




