UniprotKB Entry organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular |extracellular [cytosol nucleus mitochndrion enc.loplasmlc golgi plasma extl:acellular
ID name name sites sites reticulum apparatus membrane region
P55068 PGCB_RAT |Rattus Brevican|23.439218 NaN S413 38843836 MIPLLLSLLAALVLTQAPAALADDLK |False True 1.119 |1.823 1.3 1.369 0.98 5.0 5.0
norvegicus core EDSSEDRAFRVRIGAAQLRGVLGGA
protein LAIPCHVHHLRPPPSRRAAPGFPRVK

'WTFLSGDREVEVLVARGLRVKVNEA
YRFRVALPAYPASLTDVSLVLSELRP
NDSGVYRCEVQHGIDDSSDAVEVKV
KGVVFLYREGSARYAFSFAGAQEAC
ARIGARIATPEQLYAAYLGGYEQCDA
GWLSDQTVRYPIQNPREACYGDMD
GYPGVRNYGVVGPDDLYDVYCYAED
LNGELFLGAPPGKLTWEEARDYCLE
RGAQIASTGQLYAAWNGGLDRCSPG
'WLADGSVRYPIITPSQRCGGGLPGVK
TLFLFPNQTGFPSKQNRFNVYCFRD
SAHPSAFSEASSPASDGLEAIVTVTE
KLEELQLPQEAVESESRGAIYSIPITE
DGGGGSSTPEDPAEAPRTPLESETQ
SVAPPTGSSEEEGEALEEEERFKDTE
TPKEEKEQENLWVWPTELSSPLPTG
LETEHSLSQVSPPAQAVLQVGASPSP
RPPRVHGPTVETLQPPGEGSLTSTPD
GAREVGGETGSPELSGVPREREEAG
SSSLEDGPSLLPETWAPVGTREVETP
SEEKSGRTVLTGTSVQAQPVLPTDSA
SRGGVAVAPSSGDCIPSPCHNGGTC
LEEKEGFRCLCVPGYGGDLCDVGLH
FCSPGWEPFQGACYKHFSTRRSWE
EAESQCRALGAHLTSICTPEEQDFV
NDRYREYQWIGLNDRTIEGDFLWSD
GPPLLYENWNPGQPDSYFLSGENCV
VMVWHDQGQWSDVPCNYHLSYTC
KMGLVSCGPPPQLPLAQIFGRPRLRY
AVDTVLRYRCRDGLAQRNLPLIRCQ
ENGLWEAPQISCVPRRPARALRSMT
APEGPRGQLPRQRKALLTPPSSL




