UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
P55096 IABCD3_MOUSE Mus ATP- 25.295579 NaN S424;S659 37453647;33300544  MAAFSKYLTARNTSLAGAAFLLLCLL |True False 2.101 |1.878 [4.595 2.03 1.662 1.634 1.798
musculus |binding HKRRRALGLHGKKSGKPPLQNNEK

cassette EGKKERAVVDKVFLSRLSQILKIMVP

sub- RTFCKETGYLLLIAVMLVSRTYCDV

family WMIQNGTLIESGIIGRSSKDFKRYLF

D NFIAAMPLISLVNNFLKYGLNELKLC

member FRVRLTRYLYEEYLQAFTYYKMGNL

3

DNRIANPDQLLTQDVEKFCNSVVDL
YSNLSKPFLDIVLYIFKLTSAIGAQGP
IASMMAYLLVSGLFLTRLRRPIGKMTI
MEQKYEGEYRYVNSRLITNSEEIAFY
NGNKREKQTIHSVFRKLVEHLHNFI
FFRFSMGFIDSIIAKYVATVVGYLVVS
RPFLDLAHPRHLHSTHSELLEDYYQ
SGRMLLRMSQALGRIVLAGREMTRL
IAGFTARITELMQVLKDLNHGRYERT
MVSQQEKGIEGAQASPLVPGAGEIIN
TDNIIKFDHVPLATPNGDILIQDLSFE
IVRSGANVLICGPNGCGKSSLFRVLG
ELWPLFGGRLTKPERGKLFYVPQRP
YMTLGTLRDQVIYPDGKEDQKKRGI
SDQVLKEYLDNVQLGHILEREGGWD
SVQDWMDVLSGGEKQRMAMARLF
YHKPQFAILDECTSAVSVDVEDYIYS
HCRKVGITLFTVSHRKSLWKHHEYY
LHMDGRGNYEFKKITEDTVEFGS




