UniprotKB Entry name organism full oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(_ioplasmlc golgi plasma extr_acellula
ID name sites reticulum |apparatus membrane region
True False 5.0 4.324  |4.868 3.106 2.103 3.175 3.088

P55211 CASP9_HUMAN [Homo Caspase-(25.199299 NaN T125;T153;S302;S307;S310(29706631;28510447 MDEADRRLLRRCRLRLVEELQVDQL
sapiens (9 WDALLSRELFRPHMIEDIQRAGSGS
RRDQARQLIIDLETRGSQALPLFISCL
EDTGQDMLASFLRTNRQAAKLSKPT
LENLTPVVLRPEIRKPEVLRPETPRP
IVDIGSGGFGDVGALESLRGNADLAYI
LSMEPCGHCLIINNVNFCRESGLRT
RTGSNIDCEKLRRRFSSLHFMVEVK
GDLTAKKMVLALLELAQQDHGALD
CCVVVILSHGCQASHLQFPGAVYGT
DGCPVSVEKIVNIFNGTSCPSLGGKP
KLFFIQACGGEQKDHGFEVASTSPE
DESPGSNPEPDATPFQEGLRTFDQL
DAISSLPTPSDIFVSYSTFPGFVSWR
DPKSGSWYVETLDDIFEQWAHSEDL
QSLLLRVANAVSVKGIYKQMPGCFN
FLRKKLFFKTS




