UniprotKB Entry name organism full oglcnacscore o.glcnac p'h osphorylation PMIDS [sequence intracellular extracellular|cytosol nucleus mitochndrion en('loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
P55285 CADH6_HUMAN [Homo Cadherin-|26.250033 T28;S29|S786;S790 30620550 MRTYRYFLLLFWVGQPYPTLSTPLSK [True True 2.122 |4.427 |2.738 1.033 0.919 5.0 1.84

sapiens |6 RTSGFPAKKRALELSGNSKNELNRS

KRSWMWNQFFLLEEYTGSDYQYVG
KLHSDQDRGDGSLKYILSGDGAGDL
FIINENTGDIQATKRLDREEKPVYILR
IAQAINRRTGRPVEPESEFIIKIHDIND
NEPIFTKEVYTATVPEMSDVGTFVVQ
IVTATDADDPTYGNSAKVVYSILQGQP
[YFSVESETGIIKTALLNMDRENREQY
QVVIQAKDMGGQMGGLSGTTTVNIT
LTDVNDNPPRFPQSTYQFKTPESSPP
GTPIGRIKASDADVGENAEIEYSITDG
EGLDMFDVITDQETQEGIITVKKLLD
FEKKKVYTLKVEASNPYVEPRFLYLG
PFKDSATVRIVVEDVDEPPVFSKLAYI
LQIREDAQINTTIGSVTAQDPDAARN
PVKYSVDRHTDMDRIFNIDSGNGSI
FTSKLLDRETLLWHNITVIATEINNP
KQSSRVPLYIKVLDVNDNAPEFAEFY
ETFVCEKAKADQLIQTLHAVDKDDP
[YSGHQFSFSLAPEAASGSNFTIQDN
KDNTAGILTRKNGYNRHEMSTYLLP
[VVISDNDYPVQSSTGTVTVRVCACD
HHGNMQSCHAEALIHPTGLSTGALV
IAILLCIVILLVTVVLFAALRRQRKKEP
LIISKEDIRDNIVSYNDEGGGEEDTQ
IAFDIGTLRNPEAIEDNKLRRDIVPEA
LFLPRRTPTARDNTDVRDFINQRLK
ENDTDPTAPPYDSLATYAYEGTGSVA
DSLSSLESVTTDADQDYDYLSDWGP

RFKKLADMYGGVDSDKDS




