UniprotKB Entry name |organism full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc.loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
P55302 IAMRP MOUSE [Mus Alpha-2- 40.289646 S269 S53;S138 40885482;30059200 MAPRRERVSTLPRLQLLVLLLLPLM |False True 1.088 |1.232 1.117 4.626 4.196 4.249 3.24
musculus |macroglobulin LVPQPIAGHGGKYSREKNEPEMAAK
receptor- RESGEEFRMEKLNQLWEKAKRLHL
associated SPVRLAELHSDLKIQERDELNWKKL
protein KVEGLDKDGEKEAKLIHNLNVILARY

GLDGRKDAQMVHSNALNEDTQDEL
GDPRLEKLWHKAKTSGKFSSEELDK
LWREFLHYKEKIQEYNVLLDTLSRA
EEGYENLLSPSDMAHIKSDTLISKHS
ELKDRLRSINQGLDRLRKVSHQGYG
STTEFEEPRVIDLWDLAQSANFTEK
ELESFREELKHFEAKIEKHNHYQKQ
LEISHQKLKHVESIGDPEHISRNKEK
YVLLEEKTKELGYKVKKHLQDLSSR
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