}Jl;l iprotKB Entry name organism full name |oglcnacscore [oglcnac sites |phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion ::ggll:llzfnmm g;
P55884 EIF3B_HUMAN Homo Eukaryotic|11.742911 T336;T338;S743|S78;S81;S83;585;5119;5125;S152;S [30397120;23301498;37217939;332 [MQDAENVAVPEAAEERAEPGQQQP ([True False 4.784 |4.235 |1.703 1.636 0.¢
sapiens [translation 154;5S164;S239 14551;16408927;40596516;268534 |AAEPPPAEGLLRPAGPGAPEAAGTEA
initiation 35;38665916;34725712;40914422;3 |SSEEVGIAEAGPESEVRTEPAAEAEA
factor 3 9302247;35008409;34019948;3513 |ASGPSESPSPPAAEELPGSHAEPPVP
subunit B 8101;28510447;33465208 IAQGEAPGEQARDERSDSRAQAVSED

IAGGNEGRAAEAEPRALENGDADEPS
FSDPEDFVDDVSEEELLGDVLKDRP
QEADGIDSVIVVDNVPQVGPDRLEK
LKNVIHKIFSKFGKITNDFYPEEDGK
TKGYIFLEYASPAHAVDAVKNADGYK
LDKQHTFRVNLFTDFDKYMTISDEW
DIPEKQPFKDLGNLRYWLEEAECRD
QYSVIFESGDRTSIFWNDVKDPVSIE
ERARWTETYVRWSPKGTYLATFHQR
GIALWGGEKFKQIQRFSHQGVQLID
FSPCERYLVTFSPLMDTQDDPQAIII
IWDILTGHKKRGFHCESSAHWPIFK
WSHDGKFFARMTLDTLSIYETPSMG
LLDKKSLKISGIKDFSWSPGGNIIAF
WVPEDKDIPARVTLMQLPTRQEIRV
RNLFNVVDCKLHWQKNGDYLCVKV
DRTPKGTQGVVTNFEIFRMREKQVP
IVDVVEMKETIIAFAWEPNGSKFAVL
HGEAPRISVSFYHVKNNGKIELIKMF
DKQQANTIFWSPQGQFVVLAGLRS
MNGALAFVDTSDCTVMNIAEHYMA
SDVEWDPTGRYVVTSVSWWSHKVD
NAYWLWTFQGRLLQKNNKDRFCQL
LWRPRPPTLLSQEQIKQIKKDLKKYS
KIFEQKDRLSQSKASKELVERRRTM
MEDFRKYRKMAQELYMEQKNERLE
LRGGVDTDELDSNVDDWEEETIEFF
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