}Jl;l iprotKB Entry name organism full loglcnacscore oglcnac iphosphorylation sites PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi
name sites reticulum |apparatus
P55937 GOGA3_MOUSE Mus Golgin  [41.6272 T207 S18;560;5270;S381;S385;S461;S97 |22517741;28528544;35822049;226 [MDGASAKQDGLWESKSSSDVSSCP [None None None [None |None None None
musculus |subfamily 9;S1387;S1479 45316 [EASLETVGSLARLPDQQDTAQDASV
A EVNRGFKEEGSPDRSSQVAICQNGQ
member IPDLQLSLDPTTSPVGPDASTGVDGF
3 HDNLRNSQGTSAEGSVRKEALQSLR

LSLPMQETQLCSTASSLPLEKEEQV
RLQARKRLEEQLMQYRVKRHRERS
SQPATKMKLFSTLDPELMLNPENLP
RASTVAVTKEYSFLRTSVPRGPKVGS
LGLLAHSKEKKNSKSSKIRSLADYRT
EDPSDSGGLGSTADAVGSSLKQSRS
STSVVSEVSPSSETDNRVESASMTG
DSVSEADGNESDSSSHSSLSARGAC
GVLGNVGMPGTAYMVDGQEISAEAL
GQFPSIKDVLQAAAAQHQDQNQEA
NGEVRSRRDSICSSVSMESSLAEPQ
DELLQILKDKRRLEGQVEALSLEASQ
IALQEKAELQAQLAALSTRLQAQVEH
SHSSQQKQDSLSSEVDTLKQSCWDL
GRAMTDLQSMLEAKNASLASSNND
LQVAEEQYQRLMAKVEDMQRNILS
KDNTVHDLRQQMTALQSQLQQVQL
ERTTLTSKLQASQAEITSLQHARQW
YQQQLTLAQEARVRLQGEMAHIQVG
QMTQAGLLEHLKLENVSLSHQLTET
QHRSIKEKERIAVQLQSIEADMLDQE
IAAFVQIREAKTMVEEDLQRRLEEFE
GEREQLQKVADAAASLEQQLEQVKL
TLFQRDQQLAALQQEHLDVIKQLTS
TQEALQAKGQSLDDLHTRYDELQAR
LEELQREADSREDAIHFLQNEKIVLE
IVALQSAKSDKEELDRGARRLEEDTE
ETSGLLEQLRQDLAVKSNQVEHLQQ
ETATLRKQMQKVKEQFVQQKVMVE
IAYRRDATSKDQLINELKATKKRLDSE
MKELRQELIKLQGEKKTVEVEHSRL
QKDMSLVHQQMAELEGHLQSVQKE
RDEMEIHLQSLKFDKEQMIALTEAN
ETLKKQIEELQQEAKKAITEQKQKM
KRLGSDLTSAQKEMKTKHKAYENAV
SILSRRLQEALASKEATDAELNQLRA
QSTGGSSDPVLHEKIRALEVELQNV
GQSKILLEKELQEVITMTSQELEESR
EKVLELEDELQESRGFRRKIKRLEES
NKKLALELEHERGKLTGLGQSNAAL
REHNSILETALAKREADLVQLNLQV
QAVLQRKEEEDRQMKQLVQALQVS
LEKEKMEVNSLKEQMAAARIEAGH
NRRHFKAATLELSEVKKELQAKEHL
IVQTLQAEVDELQIQDGKHSQEIAQF
QTELAEARTQLQLLQKKLDEQMSQ
QPTGSQEMEDLKWELDQKEREIQSL
KQQLDLTEQQGKKELEGTQQTLQTI
KSELEMVQEDLSETQKDKFMLQAK
IVSELKNNMKTLLQQNQQLKLDLRR
GAAKKKEPKGESNSSSPATPIKIPDC
PVPASLLEELLRPPPAVSKEPLKNLN
NCLQQLKQEMDSLQRQMEEHTITV
HESLSSWAQVEAAPAEHAHPRGDT

KLHNQNSVPRDGLGQ




