UniprotkB Entry name organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enc.loplasmlc golgi plasma ext!:acellular
ID sites sites reticulum apparatus  membrane region
P56381 IATP5E_HUMAN [Homo IATP synthase [18.61626 NaN NaN 28510447;38665916 MVAYWRQAGLSYIRYSQICAKAVRD |None None None |None None None None None None
sapiens subunit ALKTEFKANAEKTSGSNVKIVKVKK
epsilon, E

mitochondrial




