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0

P56524 HDAC4_HUMAN Homo
sapiens

Histone
deacetylase
4

20.86003 S611;S642;T660;T895 S210;S246;S350;S467;S565;S632;S
633

38665916;29485866;39302247;303
79171;31195810;37217939;401366
47;38253038

MSSQSHPDGLSGRDQPVELLNPAR
VNHMPSTVDVATALPLQVAPSAVPM
DLRLDHQFSLPVAEPALREQQLQQE
LLALKQKQQIQRQILIAEFQRQHEQL
SRQHEAQLHEHIKQQQEMLAMKHQ
QELLEHQRKLERHRQEQELEKQHR
EQKLQQLKNKEKGKESAVASTEVK
MKLQEFVLNKKKALAHRNLNHCISS
DPRYWYGKTQHSSLDQSSPPQSGVS
TSYNHPVLGMYDAKDDFPLRKTASE
PNLKLRSRLKQKVAERRSSPLLRRK
DGPVVTALKKRPLDVTDSACSSAPG
SGPSSPNNSSGSVSAENGIAPAVPSI
PAETSLAHRLVAREGSAAPLPLYTSP
SLPNITLGLPATGPSAGTAGQQDAER
LTLPALQQRLSLFPGTHLTPYLSTSP
LERDGGAAHSPLLQHMVLLEQPPAQ
APLVTGLGALPLHAQSLVGADRVSP
SIHKLRQHRPLGRTQSAPLPQNAQA
LQHLVIQQQHQQFLEKHKQQFQQQ
QLQMNKIIPKPSEPARQPESHPEETE
EELREHQALLDEPYLDRLPGQKEAH
AQAGVQVKQEPIESDEEEAEPPREV
EPGQRQPSEQELLFRQQALLLEQQR
IHQLRNYQASMEAAGIPVSFGGHRP
LSRAQSSPASATFPVSVQEPPTKPRF
TTGLVYDTLMLKHQCTCGSSSSHPE
HAGRIQSIWSRLQETGLRGKCECIRG
RKATLEELQTVHSEAHTLLYGTNPL
NRQKLDSKKLLGSLASVFVRLPCGG
VGVDSDTIWNEVHSAGAARLAVGCV
VELVFKVATGELKNGFAVVRPPGHH
AEESTPMGFCYFNSVAVAAKLLQQR
LSVSKILIVDWDVHHGNGTQQAFYS
DPSVLYMSLHRYDDGNFFPGSGAPD
EVGTGPGVGFNVNMAFTGGLDPPM
GDAEYLAAFRTVVMPIASEFAPDVVL
VSSGFDAVEGHPTPLGGYNLSARCF
GYLTKQLMGLAGGRIVLALEGGHDL
TAICDASEACVSALLGNELDPLPEKV
LQQRPNANAVRSMEKVMEIHSKYW
RCLQRTTSTAGRSLIEAQTCENEEAE
TVTAMASLSVGVKPAEKRPDEEPME
EEPPL

True False 4.521 5.0 False False


