UniprotKB Entry name |organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion en('loplasmlc golgi plasma extrhacellular
ID sites sites reticulum apparatus membrane [region
P56975 NRG3_HUMAN [Homo Pro- 19.994096 NaN NaN 37217939 MSEGAAAASPPGAASAAAASAEEGT |False True 1.248 [1.696 |1.249 1.214 0.975 5.0 5.0
sapiens [neuregulin- AAAAAAAAAGGGPDGGGEGAAEPPR
, ELRCSDCIVWNRQQTWLCVVPLFIG
membrane- FIGLGLSLMLLKWIVVGSVKEYVPTD
bound LVDSKGMGQDPFFLSKPSSFPKAME
isoform

TTTTTTSTTSPATPSAGGAASSRTPN
RISTRLTTITRAPTRFPGHRVPIRASP
RSTTARNTAAPATVPSTTAPFFSSST
LGSRPPVPGTPSTQAMPSWPTAAYA
TSSYLHDSTPSWTLSPFQDAASSSSS
SSSSATTTTPETSTSPKFHTTTYSTER
SEHFKPCRDKDLAYCLNDGECFVIE
TLTGSHKHCRCKEGYQGVRCDQFLP
KTDSILSDPTDHLGIEFMESEEVYQR
QVLSISCIIFGIVIVGMFCAAFYFKSK
KQAKQIQEQLKVPQNGKSYSLKASS
TMAKSENLVKSHVQLQNYSKVERH
PVTALEKMMESSFVGPQSFPEVPSP
DRGSQSVKHHRSLSSCCSPGQRSG
MLHRNAFRRTPPSPRSRLGGIVGPA
YQQLEESRIPDQDTIPCQGIEVRKTIS
HLPIQLWCVERPLDLKYSSSGLKTQ
RNTSINMQLPSRETNPYFNSLEQKD
LVGYSSTRASSVPIIPSVGLEETCLQ
MPGISEVKSIKWCKNSYSADVVNVSI
PVSDCLIAEQQEVKILLETVQEQIRIL
TDARRSEDYELASVETEDSASENTA
FLPLSPTAKSEREAQFVLRNEIQRDS
ALTK




