UniprotKB Entry name organism full oglcnacscore o‘glcnac p.h osphorylation PMIDS [sequence intracellular extracellular|cytosol nucleus mitochndrion en(‘loplasmlc golgi plasma extl:acellular
1D name sites sites reticulum apparatus membrane region
P57053 H2BFS HUMAN [Homo Histone [19.994096 NaN S15;S37;T116 37217939 MPEPAKSAPAPKKGSKKAVTKAQKK [True True 4.409 5.0 2.012 1.754 1.38 2.04 5.0
sapiens |H2B DGRKRKRSRKESYSVYVYKVLKQVH
type F- PDTGISSKAMGIMNSFVNDIFERIAG
S EASRLPHYNKRSTITSREIQTAVRLL

LPGELAKHAVSEGTKAVTKYTSAK




