UniprotKB Entry name |organism [full name oglcnacscore oglcnac phosphorylation sites PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion wem:loplasmm golgi o extl.'acellular
1D sites reticulum apparatus membrane [region
P57059 SIK1 _HUMAN Homo Serine/threonine-|18.379595 NaN T182;S186;T322;T473;S575|30379171 |MVIMSEFSADPAGQGQGQQKPLRV |True False 4.065 |5.0 1.825 1.571 0.908 1.917 1.819
sapiens |protein kinase GFYDIERTLGKGNFAVVKLARHRVT
SIK1 KTQVAIKIIDKTRLDSSNLEKIYREVQ

LMKLLNHPHIIKLYQVMETKDMLYI
VTEFAKNGEMFDYLTSNGHLSENE
ARKKFWQILSAVEYCHDHHIVHRDL
KTENLLLDGNMDIKLADFGFGNFYK
SGEPLSTWCGSPPYAAPEVFEGKEY
EGPQLDIWSLGVVLYVLVCGSLPFD
GPNLPTLRQRVLEGRFRIPFFMSQD
CESLIRRMLVVDPARRITIAQIRQHR
'WMRAEPCLPGPACPAFSAHSYTSNL
GDYDEQALGIMQTLGVDRQRTVESL
QNSSYNHFAAIYYLLLERLKEYRNA
QCARPGPARQPRPRSSDLSGLEVPQ
EGLSTDPFRPALLCPQPQTLVQSVLQ
AEMDCELQSSLQWPLFFPVDASCSG
VFRPRPVSPSSLLDTAISEEARQGPG
LEEEQDTQESLPSSTGRRHTLAEVS
TRLSPLTAPCIVVSPSTTASPAEGTSS
DSCLTFSASKSPAGLSGTPATQGLLG
ACSPVRLASPFLGSQSATPVLQAQG
GLGGAVLLPVSFQEGRRASDTSLTQ
GLKAFRQQLRKTTRTKGFLGLNKIK
GLARQVCQAPASRASRGGLSPFHAP
AQSPGLHGGAAGSREGWSLLEEVLE
QQRLLQLQHHPAAAPGCSQAPQPAP
APFVIAPCDGPGAAPLPSTLLTSGLPL
LPPPLLQTGASPVASAAQLLDTHLHI
GTGPTALPAVPPPRLARLAPGCEPLG
LLQGDCEMEDLMPCSLGTFVLVQ




