}J];l iprotKB Entry name organism [full name |oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion enc'loplasmlc golgi plasma extl:acellular
sites sites reticulum apparatus membrane [region
P57759 ERP29 MOUSE |Mus Endoplasmic [22.380232 NaN T66;T68 37507081 MAAAAGVSGAASLSPLLSVLLGLLLL [False True 1.752 |1.586 [1.785 4.749 1.868 1.692 2.943
musculus [reticulum FAPHGGSGLHTKGALPLDTVTFYKVI
resident PKSKFVLVKFDTQYPYGEKQDEFKR
protein 29 LAENSASSEELLVAEVGISDYGDKLN

MELSEKYKLDKESYPVFYLFRDGDL
ENPVLYNGAVKVGAIQRWLKGQGVY
LGMPGCLPAYDALAGEFIKASSIEAR
QAILKQGQDGLLSVKETEKKWASQY
LKIMGKILDQGEDFPASEMARIGKLI
ENKMSDSKKEELQKSLNILTAFRKK
EAEKEEL




