UniprotKB Entry name |organism [full name |oglcnacscore oglcnac p'h osphorylation PMIDS [sequence intracellular extracellular cytosol jnucleus mitochndrion en(?oplasmlc golgi [plasma extl.'acellular
ID sites sites reticulum apparatus membrane region
P58352 GTR3_BOVIN |Bos Solute 39.03173 NaN T232;S485;T492 (41018975 MGTTKVTAPLIFAISVATIGSFQFGY [NaN NaN NaN |NaN NaN NaN NaN NaN None
taurus carrier NTGVINAPEAIIKDFLNYTLEERSEPP

family 2, PSSVLLTSLWSLSVAIFSVGGMIGSF

facilitated SVGLFVNRFGRGNSMLIVNLLAIAG

glucose GCLMGFCKIAESVEMLILGRLIIGLF

transporter CGLCTGFVPMYIGEISPTALRGAFGT

member 3

LNQLGIVIGILVAQIFGLKVILGTEDL
WPLLLGFTILPAIIQCAALPFCPESPR
FLLINRKEEEKAKEILQRLWGTEDVA
QDIQEMKDESMRMSQEKQVTVLEL
FRAPNYRQPIIISIMLQLSQQLSGINA
IVEYYSTGIFKDAGVQEPVYATIGAGV
IVNTIFTVVSVFLVERAGRRTLHLIGL
GGMAFCSILMTISLLLKDNYSWMSF
ICIGAILVFVAFFEIGPGPIPWFIVAEL
FGQGPRPAAMAVAGCSNWTSNFLV
GLLFPSAAFYLGAYVFIVFTVFLVIFW
VFTFFKVPETRGRTFEEITRAFEGQT
QTGTRGEKGPIMEMNSIQPTKDTNA




