}Jl;l iprotKB Entry name organism full oglcnacscore |oglcnac sites p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion ent!oplasmlc golgi
name sites reticulum |apparatus
P58462 FOXP1_MOUSE Mus Forkhead [45.519097 S430;T439;T446;5468;S476 |S113;T681;S686 (22517741;40885482;39627609;368 [MMQESGSETKSNGSAIQNGSSGGN [True False 1.806 |5.0 2.059 1.584 0.989
musculus |box 52467 HLLECGALRDTRSNGEAPAVDLGAA
protein DLAHVQQQQQQALQVARQLLLQQQ
P1 QQQQQQQQQQQQQQQQQQQQQQ

QQQQQQQQQQQQVSGLKSPKRNDK
QPALQVPVSVAMMTPQVITPQQMQ
QILQQQVLSPQQLQVLLQQQQALML
QQQLQEFYKKQQEQLQLQLLQQQH
AGKQPKEQQVATQQLAFQQQLLQM
QQLQQQHLLSLQRQGLLTIQPGQPA
LPLQPLAQGMIPTELQQLWKEVTSA
HTAEETTSSNHSSLDLTSTCVSSSAP
SKSSLIMNPHASTNGQLSVHTPKRE
SLSHEEHPHSHPLYGHGVCKWPGC
EAVCDDFPAFLKHLNSEHALDDRST
AQCRVQMQVVQQLELQLAKDKERL
QAMMTHLHVKSTEPKAAPQPLNLV
SSVTLSKSASEASPQSLPHTPTTPTA
PLTPVTQGPSVITTTSMHTVGPIRRR
YSDKYNVPISSADIAQNQEFYKNAEV
RPPFTYASLIRQAILESPEKQLTLNEI
YNWFTRMFAYFRRNAATWKNAVRH
NLSLHKCFVRVENVKGAVWTVDEV
EFQKRRPQKISGNPSLIKNMQSSHA
YCTPLNAALQASMAENSIPLYTTAS
MGNPTLGSLASAIREELNGAMEHT
NSNESDSSPGRSPMQAVHPIHVKEE
PLDPEEAEGPLSLVTTANHSPDFDH
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