UniprotKB Entry name organism full oglcnacscore o.glcnac phosphorylation sites PMIDS |sequence intracellular |extracellular cytosol [nucleus mitochndrion | .. | ic|golgi plasma extl“acellular
1D name sites reticulum apparatus membrane |[region
P58501 PAXB1_MOUSE Mus PAX3- (38.223321 NaN S16;S160;5S193;5264;5297;S559;S5 40997131 MFRKARRVNVRKRNDSEEEERERD (True False False |5.0 0.469 False False 0.885 0.524
musculus |and 60;,T565 EEQEPPPLLPPPASGEEPGPGGGDR

PAX7- APAGESLLGPGPLPPPPSAHHPGLG

binding IAEAGGGISGGAEPGNGLKPRKRPRE

protein NKEVPRASLLSFQDEEEENEEVFKV

1 KKSSYSKKIVKLLKKEYKEDLEKSKI

KTELNTAADSDQPLDKTCHAKDTNP
EDGVVISEHGEDEMDMESEKEEEK
PKAGGAFSNALSSLNVLRPGEIPDAA
FIHAARKKRQLARELGDFTPHDSEP
GKGRLVREDENDASDDEDDDEKRRI
IVFSVKEKSQRQKIAEEIGIEGSDDDA
LVTGEQDEELSRWEQEQIRKGINIPQ
IVQASQPSEVNVYYQNTYQTMPYGAS
[YGIPYSYTAYGSSDAKSQKTDNTVPF
KTPSNEMAPVTIDLVKRQLKDRLDS
MKELHKTNQQQHEKHLQSRVDSTR
IAIERLEGSSGGIGERYKFLQEMRGYV
QDLLECFSEKVPLINELESATHQLYK
QRASRLVQRRQDDIKDESSEFSSHS
NKALMAPNLDSFGRDRALYQEHAK
RRIAEREARRTRRRQAREQTGQMAD
HLEGLSSDDEETSTDITNFNLEKDRI
LKESSKVFEDVLESFYSIDCIKAQFE
AWRSKYYMSYKDAYIGLCLPKLFNP
LIRLQLLTWTPLEAKCRDFETMLWF
ESLLFYGCEDREQEKDEADVALLPTI
IVEKVILPKLTVIAETMWDPFSTTQTS
RMVGITMKLINGYPSVVNADNKNTQ
VYLKALLLRMRRTLDDDVFMPLYPK
NVLENKNSGPYLFFQRQFWSSVKLL
GNFLQWYGIFSNKTLQELSIDGLLN
RYILMAFQNSEYGDDSIRKAQNVIN
CFPKQWFVNLKGERTISQLENFCRY
LVHLADTIYRNSIGCSDVEKRNARE
NIKQIVKLLASVRALDHAISVASDHN
IVKEVKSLIEGK




