UniprotKB Entry name |organism (full name oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular lextracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma extr"acellular
ID sites sites reticulum apparatus membrane [region
P58710 GGLO_MOUSE [Mus L- 23.627151 NaN NaN 37453647 MVHGYKGVQFQNWAKTYGCSPEMY |False False 2.843 |2.405 [3.473 3.561 0.773 1.796 1.912
musculus |gulonolactone 'YQPTSVGEVREVLALARQQNKKVKV
oxidase IVGGGHSPSDIACTDGFMIHMGKMN

RVLQVDKEKKQVTVEAGILLTDLHP
QLDKHGLALSNLGAVSDVTVGGVIG
SGTHNTGIKHGILATQVVALTLMKA
DGTVLECSESSNADVFQAARVHLGC
LGVILTVTLQCVPQFHLLETSFPSTL
KEVLDNLDSHLKKSEYFRFLWFPHS
ENVSIIYQDHTNKEPSSASNWFWDY
IAIGFYLLEFLLWTSTYLPRLVGWINR
FFFWLLFNCKKESSNLSHKIFSYEC
RFKQHVQDWAIPREKTKEALLELKA
MLEAHPKVVAHYPVEVRFTRGDDIL
LSPCFQRDSCYMNIIMYRPYGKDVP
RLDYWLAYETIMKKFGGRPHWAKA
HNCTRKDFEKMYPAFHKFCDIREKL

DPTGMFLNSYLEKVFY




