UniprotKB Entry name |organism full oglcnacscore o.glcnac phosphorylation sites PMIDS [sequence intracellular |extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr.acellular

ID name sites reticulum apparatus membrane [region

P58742 IAAAS MOUSE |Mus /Aladin [25.810548 NaN S33;S495;5511;S522;5525;S541 (29187734 MCSLGLFPPPPPRGQVTLYEHNNEL [None None None |None None None None None None
musculus IVTGNSYESPPPDFRGQWINLPVLHL

TKDPLKAPGRLDHGTRTAFIHHREQ
IVWKRCINVWHDVGLFGVLNEIANS
EEEVFEWVKTACSWALALCGRASSL
HGSLFPHLSLRSEDLIAEFAQVTNW
SSCCLRVFAWHPHTNKFAVALLDDS
IRVYNANSTIVPSLKHRLQRNVAALA
WKPLSASVLAVACQSCILIWTLDPTS
LSTRPSSGCAQVLSHPGHTPVTSLA
'WAPNGGWLLSASPVDAVILVWDVST
ETCVPLPWFRGGGVTNLLWSPDGS
KVLATTPSAVFRVWEAQMWTCEAW
PTLSGRCQTGCWSPDGNRLLFTVLG
EALIYSLSFPERCGTGKGHVGGAKSA
TIVADLSETTIQTPDGEERLGGEAHS
MVWDPSGERLAVLMKGNPQVQDG
NPVILLFRTRNSPVFELLPCGIIQGEP
GAQAQLITFHPSFNKGALLSVCWST
GRITHIPLYFVNAQFPRFSPVLGRAQ
EPPAGGGGSIHEVPLFTETSPTSAPW
DPLPGQSSAQPHSPHSHL




