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full

Entry name |organism oglcnacscore oglcnac phosphorylation sites |PMIDS sequence intracellular |extracellular |cytosol nucleus j[mitochndrion ent'loplasmlc golgi plasma extl.'acellular
ID name sites reticulum apparatus  membrane [region
P58802 TB10A_MOUSE Mus TBC1 [46.058797 T452 S$39;S40;S45;5407;T477 [22645316;40885482 MAKSSRENGPREPAAGGSLSGTRES |False False 3.147 0.918 |1.194 1.144 1.404 3.237 1.548
musculus |domain LAQGPDAATADELSSLGSDSEANGF
family AERRIDKFGFIVGSQGAEGALEEVPL
member EVLRQRESKWLDMLNNWDKWMAK
10A

KHKKIRLRCQKGIPPSLRGRAWQYL
SGGKVKLQQNPGKFDELDMSPGDP
KWLDVIERDLHRQFPFHEMFVSRG
GHGQQDLFRVLKAYTLYRPEEGYCQ
AQAPIAAVLLMHMPAEQAFWCLVQ
VCEKYLPGYYSEKLEAIQLDGEILFSL
LQKVSPVAHKHLSRQKIDPLLYMTE
WFMCAFARTLPWSSVLRVWDMFFC
EGVKIIFRVGLVLLKHALGSPEKLKA
CQGQYETIEQLRSLSPKIMQEAFLVQ
EVIELPVTERQIEREHLIQLRRWQET
RGELECRSLPRMHGAKAILDAEPGP
RPALQPSPSIRLPPDAALLSSKAKPH
KQAQKEQKRTKTSAQLDKSPGLSQA
TVVTAAGDACPPQGVSPKDPVPQDP
TPQNLACHHSQESLTSQESEDTYL




