}Jl;l iprotKB Entry name  |organism full oglcnacscore oglcnac phosphorylation g,y g sequence intracellular |extracellular [cytosol nucleus mitochndrion | . | golgi plasma extrac
name sites  [sites reticulum  |apparatus [membrane [region
P58876 H2B1D HUMAN |Homo Histone [20.160638 S65 S15;S37;T116 34105348;37217939;21224338;303 [MPEPTKSAPAPKKGSKKAVTKAQKK |True False 4.414 |5.0 2.054 1.795 1.38 2.096 4.397
sapiens H2B 79171;34019948;39302247 DGKKRKRSRKESYSVYVYKVLKQVH
type 1- PDTGISSKAMGIMNSFVNDIFERIAG
D EASRLAHYNKRSTITSREIQTAVRLL
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