UniprotKB

Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol |nucleus mitochndrion en(!oplasmlc golgi o extl.*acellular
ID name sites sites reticulum apparatus membrane region
P59111 KCNH8_MOUSE Mus Voltage- [36.716082 S1090 [NaN 40885482;40021952 [MPVMKGLLAPQNTFLDTIATRFDGT |False False 1.613 |[1.561 0.785 0.758 0.5 4.064 1.068
musculus |gated HSNFILANAQVAKGFPIVYCSDGFCE

delayed LAGFARTEVMQKSCSCKFLFGVETN

rectifier EQLMLQIEKSLEEKVEFKGEIMFYK

potassium KNGAPFWCLLDIVPIKNEKGDVVLF

channel LASFKDITDTKVKITSEDKKEDRTKG

KCNH8 RSRAGSHFDSARRRSRAVLYHISGH

LQRREKNKLKINNNVFVDKPAFPEY
KASDAKKSKFILLHFSTFKAGWDWL
ILLATFYVAVTVPYNVCFIGNEDLSTT
RSTTVSDIAVEILFIIDIILNFRTTYVS
KSGQVIFEARSICIHYVTTWFIIDLIAA
LPFDLLYAFNVTVVSLVHLLKTVRLL
RLLRLLQKLDRYSQHSTIVLTLLMS
MFALLAHWMACIWYVIGKMEREDN
SLLKWEVGWLHELGKRLESPYYGN
NTLGGPSIRSAYIAALYFTLSSLTSVG
FGNVSANTDAEKIFSICTMLIGALM
HALVFGNVTAIIQRMYSRWSLYHTR
TKDLKDFIRVHHLPQQLKQRMLEYF
QTTWSVNNGIDSNELLKDFPDELRS
DITMHLNKEILQLSLFECASRGCLRS
LSLHIKTSFCAPGEYLLRQGDALQAI
IYFVCSGSMEVLKDSMVLAILGKGDL
IGANLSIKDQVIKTNADVKALTYCDL
QCIILKGLFEVLGLYPEYAHKFVEDIQ
HDLTYNLREGHESDVISRLSNKSTV
SQAEPKGNGSINKRLPSIVEDEEEEE
VEEEETTSLSPIYTRGSSVSHSKKTG
SNKTYLGLSLKQLASGTVPFHSPIRV
SSANSPKTKQEADPPNHGRKKEKNL
KVQLSSLGSAGTPELSPRIVDGIEDG
NSNEETQTFDFGSEQIRPEPRISPPL
IAESEIGAAFLFIKAEETKQQINKLNS
EVITLTQEVSQLGRDMRSIMQLLEN
ILSPQQPSQFCSLHPTPMCPSRESLQ
TRVSWSAHQPCLHLQAGGAHLYHG
NVASGIWSVDPSLVGSSPQRTEAHE
QNPADSELHHSPNLDYSPSHCQVIQ
EGHLQFLRCISPHSDTTLTPLQSISA
TLSSSVCSSSETSLHLVLPSRSEEGSI
THGPVSSFSLENLPGSWDREQMMS
IASSERLENFPVEVVTSTADVKDSKAI
NV




