UniprotkB Entry name organism full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl.*acellular
ID sites sites reticulum apparatus i membrane region
P59114 CAPAM_MOUSE Mus mRNA (2'-0- 36.83566 T135;S138(S30;S116;T152 |40885482 MANENHGSPREGASLLSHSPGTSS [True False 2.051 |[4.618 |0.924 False False False 2.0
musculus [methyladenosine- QSQPCSPKPVRLVQDLPEELVHAGW
N(6)-)- EKCWSRRESRPYYFNRFTNQSLWE
methyltransferase MPVLGQHDVLSDPLGLNATPLPQDS

SLVETPPVENKSRKRQLSEEQPSGN
GVKKPKIEIPVTPTSQSVPSSPSIPGT
PTLKIWGSSTEDKQAALLRPTEVYW
DLDIQTNAVIKHRGPSEVLPPHPDVE
LLRSQLILKLRQHYRELCQQREGIEP
PRESFNRWMLERKVVDKGCDPLLP
SNCEPVVSPSMFREIMNDIPIRLSRI
KFREEAKRLLFKYAEAARRLIESRSA
SPDSRKVVKWNVEDTFSWLRKEHS
IASKEDYMDRLEHLRRQCGPHVSAA
IAKDSVEGICSKIYHISLEYVKRIREKH
LAVLKENNIPEEVEASELEPRLVYCY
PVRLAVSAPPMPSVEMHVENSVVCI
RYKGEMVKVSRSYFSKLWLLYRYSC
IVDDSAFERFLPRVWCLLRRYQMMF
GVGLYEGTGLQGSLPVHVFETLHRL
FGVSFECFASPLNCYFRQYCSAFPD
TDGYFGSRGPCLDFTPLSGSFEANP
PFCEELMDAMVSHFEKLLESSAEPL
SFIVFIPEWREPPTPALTRMEQSRFK
RHQLVLPAFEHEYRSGSQHICKKEE
MHYKAVHNTAVLFLQNGPGFAKWG
PTPERLQELTAAYKQSGRSHGSSSSS
SSSSSSSEAKDRDSGREQGPSREPH
PT




