UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS [sequence intracellular extracellular [cytosol nucleus mitochndrion em:loplasmlc golgi plasma extl:acellular
1D name sites sites reticulum apparatus membrane [region
P59481 LMA2L MOUSE Mus VIP36- [38.223321 NaN NaN 40997131 MAAASRPSWWQRWRRRAWARDGA |False False 1.774 (0.699 [2.016 4.299 4.353 1.042 0.867
musculus |like KLLLFLLLLGSGPGPRHVRAGQAVE
protein 'YLKREHSLSKPYQGVGTSSSSLWNL

MGNAMVMTQYIRLTPDMQSKQGAL
'WNRVPCFLKDWELQVHFKIHGQGK
KNLHGDGLAIWYTKDRMQPGPVFG
NMDKFVGLGVFVDTYPNEEKQHER
'VFPYISAMVNNGSLSYDHERDGRPT
ELGGCTAIVRNIRYDTFLVIRYVKRH
LTIMMDIDGKHEWRDCIEMPGVRLP
RGYYFGTSSITGDLSDNHDVISLKLF
ELTGVRTPEEEKLHRDVFLPSVDNL
KLPEMTVPPTPLSGLALFLIVFFSLVF
SVFAIVIGIILYNKWQDQSRKRFY




